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Workflow 
Full-length cDNA synthesis is initiated by oligodT primed 
long reverse transcription (RT) from total RNA . After that, a 
double-stranded (ds) adapter with a 5’ C overhang allows 
for an atypical base-pairing with the inverted G of the cap 
structure of the ds RNA/cDNA hybrid . By using a ds-specific 
ligase, the ligation only takes place if the cap is present 
(e .g ., intact RNA) and if the RT has really reached the 5’ end 
of the mRNA . Based on this, products only with the 5’ tag 
get extended in the second-strand synthesis and the full-
length ds cDNA is then amplified in a PCR reaction using  
5’ and 3’ tag specific PCR primers . 
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Figure 1 | Schematic overview of the TeloPrime workflow.

Performance 
TeloPrime shows superior 5’ cap coverage compared to 
other full-length cDNA preparation methods such as Tem-
plate Switch and Oligo Capping, allowing high precision of 
transcription start sites mapping . 
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Figure 2 | Lexogen’s TeloPrime Full-Length cDNA Amplification Kit  
enables high precision of transcription start sites (TSS) mapping. In an  
mRNA-Seq experiment, mRNAs were tagged at their 5’ end using Tem-
plate Switch, Oligo Capping or Teloprime’s CDLL technology . TSS were 
mapped to the mouse genome . The accumulated TSS read coverage 
is plotted versus the normalized annotated transcript length to show  
relative TSS mapping for the top 500 expressed genes .

The TeloPrime Full-Length cDNA Amplification Kit is based on Lexogen’s unique 
Cap-Dependent Linker Ligation (CDLL) and long reverse transcription technology, 
making it highly selective for full-length RNA molecules that are both capped and 
polyadenylated . By obtaining complete mRNA information, TeloPrime provides a 
very faithful representation of the mRNA transcriptome .

TeloPrime Full-Length cDNA Amplifcation Kit

Advantages

§	Exceptional 5‘-cap and poly(A) tail specificity for full-length cDNA synthesis

§	Flexible RNA input amounts (1 ng - 2 µg of total RNA / prep)

§	All-in-one protocol 

§	Reverse Transcription, PCR Forward, and PCR Reverse Primers exchangeable for custom primers  

 (e .g ., gene-specific) 

§	Various downstream applications such as NGS library preparation (incl . Pacific Biosciences),  

     microarray probe generation, RACE, cloning, and normalization


